BB

3885 Ml

<10>

WY 58 & |\=enlesEn] 88

A/GH(PINTIY /HOTUVLL)
ABCHE

A B OmAR
ACE(ZYFAFYyY | GiBR)
ACTHGIBRERAKIVEY)
ADA(ZT/YYFPI+—t)
ADHGARIRHRIVEY) (AVP)
AFP(a—-2zh7074Y)

Al (FPIV2=HL4)

Alb(FILTIV)
ALD(ZIKS—%)
ALP(ZIHYKRAT 7 2—F)
ALPPAVHA L

AL PRe&GRHgMm)

ALT(GPT)

AMAUAS DY KU PHitk)
AMHUAZ 25—BHRIVEY)
AMY(PZ25—%)

AMY —=PAVHA L

AN A G (EXREE)
ANAGRAE) (FEIA)

A P A (i) visifes)
APTTGEMHERD FOVERTSRAF VM)
ARC(LZ=VigR)

ASKURAARL T RFF—%)

A SMA GRIEBER )
ASOGRARRLTRUYYVO)
AST(GOT)

AST - PAVYHAL
AT-I(ZYFhrOVEVI)
ATLAREKHTLV -THH<PA>
ATLAHKHTLYV -TH#H)<CL | A>
ATLARBKHTLV -IHF)<S4VT0v b>
AV P GARIRAIVEY) (ADH)
ABBFR DA W RHFECH AfIER)

BAP(BETZIVAYKRRD 7 2—E)
BCA225

BFPUEEMZI FTOFMY)
BMG(B2-v440407YY)

BN P (& hEMEF b UDLRIRNTFR)
(m5E%$Hi) B P180N C16 a itk
BTRBDEE7 /8 FOYYEIL)
B UN(RRER)

BillaXER&ESOTY Y

34
42
77
40
115
40
115
56
50

124
41
43
85
85
88

130
72
87
72
40
40
25

110

110

110

115

12

61-119

58
59
79
129
88
39
35
90

24
140
189

32
230
101
112

1"

"

"

48

w27

17
181
600

1"

48
102
110
261

29
105

29

15

17

49

70

85
163
425
230
146

161
158
150
101
133
270
283

"
157

D011 01
D007 38
D008 38
D007 11
D008 47
D009 03
D007 29
D007 01
D007 01
D007 01
D007 14

g = =

1
13
1-2
13
1
108
1

1

1

1

D005 65 5+53

D007 03
D014 20
D008 52
D007 01
D007 14
D014 05
D014 06
D011 08
D006 07
D008 11
D012 03

D012 01
D007 03
D007 15
D006 10
D012 13
D012 31
D012 56
D008 47
D013 08

D008 30
D009 17
D009 16
D015 11
D008 20
D014 33
D010 05
D007 01
D016 01

1
1
1
1-2
1-2
1

CI1AYPHFN=4 79
C3(B1C/B1ALDOTIY) 80
C4(p1EHYDOTVY) 80
Ca(hivyoh) 49
CaZt (A A VLAY D L) 49
CA125 58
CA15-3 58
CA19-9 56
CA3HBE(HFTI-NTIYVINE) 120
CA54,/61 58
CA72-4 58
C-AMP(H14H5UvHAMP) 131
C—-ANCA(u3ekigiaga) (PR3-ANCA) 87
CC r (Cock croft Gault#tEz) 45
Cd(hkIL) 50
CDHIR - oY 7
C E AGERIRIENR 56
C H 5 o (&4 ) 82
ChEQ@QUYIRFS—t) M
CK(OLZFyv++—t) 41
CK-MB 43
CK7A VYA L 43
Cl(»o-w) 45649
CMV pp65HiR 108
CMVEEBES 105
ConAUYNERSEIL(D VNERHEECOo N A) 91
CPR(C=ANTR4K) 128
Cr(»04L-#) 50
CRPEM(CRIREEDEM) 79
CRPEE(CRIRMHEEDEES) 79
Cu(R) [mi&] 50
C-~"X7A24K(CPR) 128
@i | (BEEVIEY) 44
D D H(TEEREEE) 1
D-D&A4v— (DRA2—) 25
DHEA-S(FENDIEPYRDAFOVHII1—F) 123
DL STEAI&LD ) VNEKEIHHER) 91
(1) DN Atk 86
DPD(RPFHFYEIY/UY) 60119
()ds-DNA 1g6 86
()ds-DNA |IgM 86
DUPAN-2 56

(1 P 2 M 5 e o B 10 1 3 DN 1 6 g

260 D015 25
70 D015 08
70 D015 08
11 D007 01
26 D007 07

140 D009 11

115 D009 06

124 D009 09

165 D008 33

184 D009 22

146 D009 15

170 D008 35

259 D014 31

80 D012 12
99 D009 02
38 D015 04
11 D007 01
11 D007 01
90 D007 22
55 D007 17
11 D007 01
366 D012 54
450 D023 16
345 D016 07
108 D008 13

16 D015 01
16 D015 01
23 D007 05
108 D008 13

11 D007 01
410 D023 13
130 D006 17
169 D008 34
163 D014 17
191 D008 39
163 D014 17

118 D009 07

miEm AUy

23

1

1
1-2
pl9sR

122
19
12
19

23

N O T Y To R

gaxed 35 B eism rﬂsm




IRBR=

E2(TRF5YA—) [Meh] 124 172 D00836 1 HB stk 112 88 D01303 1
EBY1/IVAHEA—| 86 106 206 D01242 1 HB VB EBRE RT-PCR 112 263 D02304 66
EBY/IVRAEBNA- |56 106 206 D01242 1 HBVY /847 112 340 DO1314 1
EBY/IVRAEA-DRI 56 106 206 D01242 1 Hb- Tf (&l £8) () 7 56 D00308 9
EBY/IVRHAVCA- 186 106 206 D01242 1 HCGBY 71z k(E8HC G- BHE) 126 132 D008 19 18
EBYAIVRHAVCA—| gM 106 206 D01242 1 HCGEEB(MERTF K R OEVER) 126 134 D00821 1-2 B
EBY/VRAEA-DR—-| gA 106 79 D012 11 1 HC VB ERIRE (RT-PCR) 13 424002315 66 AR
EBY/IRAEBNA 106 79 D012 11 1 HCV RNAJPYI/&A47 1E = 66 EX
EBYAIVRHAVCA— | 5A 106 79 D012 11 1 HCVI7BEE(HC VHE) 113 105 D01305 1
ES(IVRrYY) 72 236 D01250 113 H C V#iitk 113 105 D01305 1
EGFRAV/\% 28 690 N00204 41 HC VEBRABSBIMES —EYY) 113 221 D013 11 1
e GFR Creat % - H C VIARE(E) 113 105 D01305 1
HOL2 - 33LRF0—I 4 - 1
HDLILRZ0—W 46 17000703 1
F-Cho(EBIL270—1) 46 11 D007 01 1 HE 4 58 200 D00925 1
FDP (74 7UVHREN (IR 25 80 DO0611 23 HER -24Y1\% 28 690 N00203 41
FDP (71 7UVAREN (R) 25 72 000107 11 H-F ABP(t FORBRIEIBESEE) 129 135 D00736 1
F e (V&S5 50 11 D007 01 1 HG F (FHBRIZERS) 79 227 D00752 1
FMER(Z «+ TUVE) v—EEH) 25 221 DO0629 23 HIV-#& - ik 111 112 001216 1
F S H(SREaRIRAILEY) 115 108 D008 13 1 HIV-$iE - fidER 111 127 001219 1
FTsGERENUI—N440=Y) 117 124 D00815 1 H |V —1/26ARBRE 111 660 D01258 104
FTa(EREYADFY) 117 124 D00815 1 HIV-1-RNAEBRE 111 520 D02317 63
FTA-ABSEM 76 134 D012 21 1 H I V-4 - EGRE) 1M1 112 001216 1
FTA-ABS—1gM % - 1 HLAGESESHE)-A. B 92 - 13
H L A @S HE) - D P,B1 92 - 13
(G| Hm (m%&#%) 21 15 D00503 5-53
GA(SUITLTIY) 36 55 D00717 1-13 Hp(\TR5OEY) 79 132 DO1514 1
(1) G A DIKURS VRSV F DIV EFY S—EHI) %128 134 DOOS 21 1 HPV-DNABZEU\AUR%) 109 350 D023 10 59-70
G B M AR KRR ) 87 262 001432 1 HPV-DNABZE(D—Y2R%) 109 - 59
GH(EEFRVEY) 115 108 DO0813 1 HPV -DNARME 109 2000 D02322 70
GOT(AST) 40 17 D00703 1 HSV(EHALNROANR) | 6 105 206 D01242 1
GPT(ALT) 40 17 D00703 1 HSV(BHALNZOALR) | gM 105 206 D01242 1
Ht(AYRSUwR) 21 21 D00505 5
[ H | HTLV- 1 (BATHREOES(VRAE<SAYT0vR> 110 425 DO1256 1
HA- | g Mtk 112 146 DO1308 1 HTLV- Ififk<PA> 110 85 D01213 1
hANP(E FOBRF b U ARIRNTF F) 129 221 D008 46 16 HTLV-Iffk<CL I A> 110 163 D012 31 1
HARBHA - | g GHitk) 112 146 D01308 1 HVAGRENZ U VE) 121 69 D008 03 2133
Hb (h&%E) 21 21 D00505 5
HbA1 c(AESOEVA1 ¢) 22 49 D00509 17 (1]
HB c itk 112 133 D01306 1 | CO—M%AR(AYNYPoUHU—UB%E) 45 150 D28600 1
HB ciifk | gM 112 146 D01308 1 | CO-BME(A Y KYP-V5U—VESE) 45 100 D28902 1
HBcrAsg 112 259 DO1312 1 | EP(RABSE) [F] 83 201 D01522 2
HB e il 112 101 DO1304 1 | EP(RABSAE) -k F2MmE 83 170 DO1517 1
HB e itk 112 101 DO1304 1 | EP(RABSXE) -t MR 83 218 D01524 1
HB s il 112 88 D01303 1 | g A(RESOTUVA) 80 38 D01504 1
HB s ABGRE) 112 29 D013 01 1 | gE-View39 1 1430 DO1513 1

BARZRS ENED-7 it R 94 A ipaz HV-1-2 FIIZOh qy 2
53 4|~‘7J‘5; 54200 Stiee ey 70 <ﬁmc-m)m i g I‘/H‘*/‘/ ClVitkes

HRA —MA

<11>



BB

3885 Ml

<12>

1 =T ) £ T )

| sE-RAST(RREN I sE)

| 8E-RISTEHRRMI sE)
IGF=1(YRLXIYVC)

| gG2

| 8G4

| g§GHTHSANE

| gG(R\/HFOTYVE)

| gGRIHIFRF

| gM(RESDTIYIUM)

| gM—H B c itk

| L-2R(TBMA v 2—01+Y 2854%)
I L-6(fY2—04%Y-6)

| PCE#)Y)
IRI((YRYY)

() J o 1#itk

K(HhUDL)
K L -6 (U7 tigsingm)
17-KS 798

L
D4°/>TE/’\°7°9‘$?'—‘E)
L - FABP(LEERBREED)
LD(LDH)
LD(LDH)PAVH¥ALL(LD=-is0)
LODL3IVAFO-W
L H(@EHRRAIVEY)
Li(UFoL)
(1) L KM -1k
LP(a) (UREB(a))
LPL(UAREBYN—F)
LRG(OA YU yFa25U370714Y)
L-F=N

™

M2BPGi(Mac-2#5 8 EOIEHIEAR MIK)
MAC(R4INHFYHL  PEDL - 4Vh5EI5-)ONA<PCR>
MA Ciik(NBERAEMY)

MDA-LDL

Mg (oY L)

m—AST(AST: 74 VHA L)
MMP-3(RhUvH2RARDTOF 1 F—+£3)
Mn(?YHY)

115
80
80
80
80
84
80

112
59
81
49

128

85

49
81
122

41
35
40
43
47
115
67
86
47
41
80
120

82
"
75
47
49
40
84
50

110 D015 13
100 D015 10
212 D008 42
239 D014 29
377 D014 39

38 D015 04
198 D014 24

38 D015 04
146 D013 08
438 D009 30
170 D015 17

17 D007 03
103 D008 10

140 D014 09

11 D007 01
111 D007 28
213 D008 43

11 D007 01
210 D001 19
11 D007 01
48 D007 14
18 D007 04
108 D008 13
 B001 02
215 D014 25
107 D007 26
219 D007 51
276 D007 57

194 D007 48
421 D023 14
116 D012 17
194 D007 48
11 D007 01
49 D007 15
116 D014 08
27 D007 08

T N S G QU Ui G G

—
W = © = = s N -

—

Il 568 &  |\y=enlesEn] 88

MPO-ANCA(USTHRBIRE I TONVA+Y 4 —EHif)
mRF - RERFESHK(T/ H0—F VR FRERBESH)
MS | (R4 50%F 54 FRRERKRE)

(IMu S KEGREBRENF OV Y+ —ERE)

‘N

Na(FhUdL)

N A G (k)

NAPZRI7(KMA L P#e)
NCC-ST-439

NH3(PYEZ7) [l1%]

N K #BR2;E %

NMP 2 2 [fx]

non—-HDL-C

NS E#BRRI/ >—t)
NT-ProBNP

NT x(IRIS—=5VEIEN-FONTFFR)
N=-ZE€FIVH5NVIYI=4—€ (NAG) (R)
N=XFIVKRIVLT 2 N [EK]

o

11-0HCS
OHRBEXBENRRE)

[P]

PUEMUY. | P)

PINP(total) (18J0I5-45Y-N-TOATFK)
P-I-P(FO3S5—4YVINTFNK)

p 53414 p 53H14E)

PA-I| gG(IREIE | g6G)

P b (88)

PCT(ZOANYRZYV)

P F 4 (/)R8 4 BS)

P FD(P ABA#HEE)

PGI - I(NTY/45Y)

P H K]

PHAYYNIRGEIL() Y NERSHBILPHA)
PIC(a2-73AIVMVEER— TSAIVESRE)
PIVKA-IEE

P L(YYVEEE)
PLA2(BHRAKUN—EA2)

P L T (/) \igh)

P R 3 — AN CAGi3hEkiBramsig)
PRA(LZVEMN)

PRL(ZFO34FY)
ProGRP(HRMYYHMHENTF NEigEHA)

87
84
93
88

57
129
60119
40

52

122
12

49
61118
82
57
81
50-52
72
23
45
41
3
91
26
56
46
41
21
87
130
115
57

258 D014 30 1
194 D014 23 1
2500 D004-201 2-5-53
1000 D014 45 1

11 D007 01  1-2
41 D001 05 2
027 DOO5 65 5-53
115 D009 06 1
50 D007 16 6
- 43
143 D009 13 55
- 1
142 D009 12 1
136 D008 22 1
156 D008 27
41 D001 05

60 D008 02 1
175 D012 36 10

17 D007 03
164 D008 32 1
136 D007 37 1
163 D009 19 1
193 D011 06 68

- 2:19
284 D007 58 1
178 D006 26 27

- 2

- 1

26 D000
345 D016 07 19
154 D006 22 23
135 D009 10 1

15 D007 02 1
204 D007 49 1

21 D005 05 5
259 D014 31 1
100 D008 08 13

98 D008 06 1
175 D009 21 13

1 ) 2 B 5 e 6 e 0 [l 1 3 N 1 6 e

32%HIY 27

ANYY AU

B-TG.
PF4

exmres ] emss




[P | = I () £ T

PSAEEE) 50 124 D00909 1 Ta(#40FYYTa) 117
PSA-ACT 50 124 D00909 1 TARC 1
PSA-F/TH 50 150 D009 16 1 TAT(FOYEYPYF FOEY IEEH) 26
P S ABIIIRBRAR) 50 124 D00909 1 TBAGETE) 47
PT(FOROYEVEM) 23 18 D00602 23 TBG(#/0FYVRE50TUY) 117
PTHEBRBFNEY) AV RH b 118 165 D00833 1 TB- IFN-y 75
PTHr P(RIBRIHIEVEEEE) 118 189 D008 38 16 T-Bi | (BEUNEY) 44
PRPIS—tER 43 48 D007 14 1 Tcell-Bcel | (T#E- BMEES®) 90
T-Cho(#aLAF0-)) 46
E:] TFP | 2(EBRFRBA Y EER—2) 58
RAS-BRAF&G3ZR 93 4000 D004-201 53 T G (cPHERSRS) 46
R B C GRIERE) 21 21 D00505 5 T | BCHABREH) ek 50
RBP(LF/—IEEEH) 79 136 D01515 1 (total)PINP 61-118
RE T GRARMERE) 21 12000502 5 TP(BEH) 34
RF(UHT R KEZ) 84 30 D014 02 1 TP AGRBRUNT R4 FHE) 56
RF-1g6G(l gGRUSTFES) 84 198 D014 24 1 TPLAEM 76
Rh-&2/EVS 77 148 D01103 5 TPLAEER 76
R h (D) M&R 77 24 D011 01 5 TRAD(T SHLETR—Hik) 117
RLP-Ch(LA+Y MEUKRBEILAFO—L) 47 179 D00743 1 TRACP-5b (BUBERERMMER7 »2—1) 60
(RRN Ptk 85 144 D014 11 1 TSAb(TSHRBMEL £ T 2—Hifk) 117
RPREM 76 15 D012 01 1 T S H(PRIBRIMAIVEY) 15417
RPRER 76 34 D012 05 1 TSHUETR—Ak(E 3 ) 117
RS®AIWA<CF. NT> 99 79 D012 11 1 T-SPOT-TB({Y4—710Y-rE8ER) 75
[s]
SAA(PIOAKABE) 79 47 D01506 1 UAGRE) 35
SCCHE 57 104 D009 04 1 UCOCUED VAR F S IAEL 274 IS V) 118
('S ¢ 1704k 85 157 D014 14 1 U | BCCREREIESE) (i) 50
sd LDL-C % - 1 UN(RRZER) 35
SFMC(@BM717UVE/I—ESHEN) 25 93 D00612 23
s | L-2R(TBE | L - 2BBK) 59 438 D009 30 1
SLX(PUMLex— i AR 57 144 D009 14 1 Voo VTS5V RBIER(I 1Y 04 VTS5V RBSEL) 24
(1) S mifidk 85 151 D014 12 1 VW75 NRZABER(I 1Y 94 W75y NEZHEER) 24
SM-C(YTRAYYC) 115 212 D008 42 1 Ve r o SRCABEND bV VRE) 12
SPan-14#R& 56 144 D009 14 1 Views3o 1
SP-A(#—7758Y 707/ YA) 81 130 D007 35 1 VMAUNZ U IR Y FIVER) 121
SP-D(#—7744Y 70F4YD) 81 136 D007 37 1
(RS S -AHiH 85 161 D014 16 1
(1) S S -Biitk 85 158 D014 15 1 WB C (BmE%) 21
()ss-DNA 186 86 163 D014 17 1 WT1mRNAES 96
(G)ss -DNA | gM 86 - 1
ST AR T UNT n B 58 146 D009 15 1 [z ]
Zn (&) 50
THE - BEMEHRRE 90 198 D01603 19
Ts(hU3—KF¥40ZY) 117 99 D008 07 1
(43 8 53 bisieH 55 Wil o6 e 71 Kl 107 R 101

IBB#RR

108
184
176
47
130
594
"
198
17
190
"
"
164
N
110
32
53
220
156
340
101
220
594

1"
154
1
"

129
147
189
1430
90

2520

136

D008 12
D015 19
D006 25
D007 13
D008 17
D015 30
D007 01
D016 03
D007 03
D009 23
D007 01
D007 01
D008 32
D007 01
D009 05
D012 04
D012 06
D014 26
D008 27
D014 38
D008 09
D014 26
D015 30

D007 01
D008 26
D007 01
D007 01

D006 16
D006 21
D023-2 03
D015 13
D008 04

D005 05
D006-9

D007 37

1

1
23
1

1
107
1
19
1
121

1
1
1
1
1
1
1
1
1
1
1
1

107

23

23

10

1
13-35

5
13-71

65 I:m)

<13>



